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ACCUEIL

Introduction  
par Eloi VERRIER, Président de l’AC42 de l’ANRS MIE

Conférencière INVITÉE 
Dialing down viraemia: diverse treatment outcomes in people living with hepatitis B
Philippa MATTHEWS, Francis Crick Institute, Londres 

Pause déjeuner

SESSION : Biologie Structurale
 Modérateurs·trices :  Thibault TUBIANA & Lauriane LECOQ

> �Iliona POULY, Lyon, Structural study of the Hepatitis D virus antigen and its interaction  
with viral RNA.

> �Y. Irène DOSSOU, Gif-sur-Yvette, The newly identified Replication enhancing Domain (ReED)  
in non-structural protein 5A of hepatitis C virus: A Cyclophilin A partner, an oligomerization site, 
a target of anti-NS5A drugs, or all of these? 

> �Carolanne VAN BELLEGHEM, Lyon, Identification of the molecular interface between 
envelope proteins and the capsid in hepatitis B virus.

	 �� Flash talk :  �Lara OYMAKAS, Gif-sur-Yvette, Structure–Function Relationships  
 of Hepatitis B Virus Capsid Assembly Modulators (CAMs).   

	 �� Flash talk :  �Xavier GRAND, Lyon,Development of a Visualization  
 and Exploration Tool for HBV and HDV Pangenomes.   

> �Stéphane BRESSANELLI, Gif-sur-Yvette, HEV pORF1 Domain Architecture across 
Orthohepevirinae: Systematic AlphaFold Modeling and Implications for Zoonotic Transmission.

> �Léa MÉZIÈRE, Lille, Functional study of two flexible regions of the hepatitis E virus ORF1 replicase 

> �Gabriel VANEGAS ARIAS , Gif-sur-Yvette, Experimental and computational study  
of the protein-membrane interaction of the proposed N-terminal domain MetY  
of Hepatitis E Virus pORF1

CONFéRENCIER INVITÉ
Animal models to study chronic viral hepatitis and antiviral therapy:  
the past, the present and the future 
Philip MEULEMAN, UMR Université de Gand, Belgique

Pause

SESSION : Interaction virus-cellules  
et modulation de la réplication
 Modérateurs·trices :  Mirjam ZEISEL & Sébastien LHOMME

> �Enkhtuul BATBOLD, Lyon, Interferon-Independent Induction of CCL5 by Hepatitis D Virus 
Drives Inflammatory Liver Remodeling.

> �Elise CHABOT, Lyon, Identification of TRIM21 as a proviral host factor involved in Hepatitis D 
virus (HDV) intracellular life cycle.

> �Roxanne FOUILLE, Lyon, GBP3, a new factor involved in HDV recognition by hepatocytes.

> �Guillaume GIRAUD , Lyon, DDX5 and DDX17 RNA helicases regulate HBV RNA splicing.

	 ��� Flash talk :  �Emily SIBLE, Lyon, Validation of new mTOR regulatory genes identified 
 in a human NK cell CRISPR/Cas9 screen. 

	 �� Flash talk :  �Dennis Salomon LOPEZ MOLINA, Lyon, The Interplay Between G-Quadruplex    
 Structures and DEAD-Box Helicases 5/17 in Chronic Hepatitis B Virus mRNA  
 Regulation.
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> �Pélagie HUCHON , Lyon, Ribosomal RNAs 2’-O-methylations: a new level of viral regulation?

> �Sabine CHAPUY-REGAUD, Toulouse, A role of subgenomic RNA in modulating the propagation 
of Hepatitis E Virus infection.

> Amie CEESAY, Lyon, Dissecting B cell dysfunction in chronic hepatitis B patients.

REMISE DES PRIX DE THÈSE
Présentation du Premier Prix / Présentation du Deuxième Prix

Cocktail

ACCUEIL

SESSION : Modèles et approches innovantes
 Modérateurs·trices :  Virginie DOCEUL & Andres ROCA-SUAREZ 

> �Faustine BERNARDIN , Lyon, A novel and unique in vitro hepatocyte model allowing 
propagation of Hepatitis Delta Virus (HDV) within the culture.

> �Zoé DENIS, Montpellier, A gain-of-function ISG screen uncovers TRIM14-mediated antiviral 
restriction of Deltaviruses.

	 �� Flash talk :  �Bertrand BOSON, Lyon, DRIVE: Delta RIbonucleoprotein cytosolic  
 enVironmEnt and trafficking.   

> �Léa MOUGENÉ, Lyon, From host factors to clinical application: improving cirB-RNA 
characterization to enhance their use as diagnostic biomarkers.

> ���Charlotte PETIT, Grenoble, Synergistic disruptions of hepatic lipid metabolism  
by a rat hepacivirus (RHV) and a western diet (WD): insights from a natural infection model.

> �Marie PELLERIN, Maisons-Alfort, The heparan sulfate mimetic PI-88 inhibits HBV infection  
at the entry steps  

 
Clôture RNH / Ouverture HBV Cure

SESSION CONJOINTE : Young Investigator session 
RNH & HBV Cure 
 Modérateurs·trices :  Jean-Michel PAWLOTSKY & Eloi VERRIER

> �Coline SEURRE, Lyon, The heparan sulfate mimetic PI-88 inhibits HBV infection at the entry 
steps.

> �Mona NIVARD, Tours, Physiological Hypoxia is a Major Inducer of Hepatitis B Virus Envelope 
Protein Expression and Subviral Particle Secretion.

> �Louis BESSON-POINTEAU, Lyon, A non-infectious HDV secretion model identifies APY2 as a 
host-targeting inhibitor of HDV egress.

> �Rola MATAR, Créteil, In vitro antiviral activity of the cyclophilin inhibitors against Hepatitis 
Delta Virus infection. 

> �Emily SIBLE, Lyon, Altered NK Cell Phenotype in Drug-Treated Chronic Hepatitis B Patients.

> �Claudie EBER, Strasbourg, Differential interferon responses in HDV infection reveal USP18-
driven IFN-α resistance and novel ISG candidates.

SESSION CONJOINTE RNH & HBV Cure 
What are the knowledge gaps to cure HBV and HDV infections? 
Massimo LEVRERO, IHU Everest, Lyon

Pause déjeuner

REMISE PRIX MEILLEURE COMMUNICATION ORALE

10h45 - 12h15

12h15 - 12h45

13h50 - 14h

18h - 18h30

12h45 - 13h50
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8h45

10h30 - 10h45
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Comité Scientifique et d’Organisation

Virginie DOCEUL, Maisons-Alfort 
UMR Virologie, Anses, INRAE, ENVA

Suzanne FAURE-DUPUY, Paris 
Institut Cochin

Vincent THIBAULT, Rennes 
Chu Pontchaillou, irset -  
inserm uMR_S 1085

thibAult tUBIAnA, gif-sur-Yvette 
i2bC – institut de biologie intégrative  
de la Cellule (CNRS, CEA, univ Paris-Saclay)

Eloi VErrIEr, strasbourg 
inserm u1110

MiRjAM ZEISEL, lyon 
uMR uCbl1 inserm 1350,  
institut d’hépatologie de lyon –  
ihu EVERESt

AMANdiNE VErgA-gErArd, 
AC42 département Recherche  
fondamentale ANRS MiE

Nathalie ALAZARD, 
AC42 - Institut Pasteur


